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POPULATION: We have analyzed the distribution of the allele frequencies at five microsatellite loci (DXS6798, DXS6807, DXS7423, DXS6800,
DXS8377) among males living and born in Antioquia (Colombia) (n = 300).
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Blood samples from unrelated Caucasian individuals from Antio-
quia (Colombia) were collected. DNA was extracted from 200 pL of
peripherical blood by the salting-out procedure (1). The primer se-
quences of loci and cycling conditions were as recommended in pre-
vious studies (2—4) o from Genome Database (http://www.gdb.org).
The PCR products were analyzed using denaturing 4% acrylamide-
bis-acrilamide gel electrophoresis and detected by silver staining.
Alleles were identified based on the number of repeats and their
attribution was made by comparison with an in-house constructed
allelic ladder and following the published nomenclature (2—4) and
ISFG guidelines for STR analysis (5).

The gene frequencies were calculated using the software AR-
LEQUIN version 2000 (6). Statistical parameters of forensic inter-
est were estimated with the formulae proposed by Desmarais et al.
(7). Table 1 summarizes the allele frequency distribution for each
locus. Forensic interest parameters are presented in Table 2. Com-
plete data are available at the e-mail address of the corresponding
author upon request.
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TABLE 1—Allele frequencies of DXS6798, DXS6807, DXS7423, DXS6800 TABLE 2—Forensic efficiency of DXS6807, DXS7423, DXS6798, DXS8377
and DXS8377 loci in Antioquian population sample (Colombia) (n =300). and DXS6800 markers in paternity analysis and identification (PE expected
power of exclusion in paternity testing of a female child for standard trio
Allele DXS6798 DXS6807 DXS7423 DXS6800 DXS8377 cases and cases with unavailable mother, PD power of discrimination in
identification of samples of male or female origin).

2 0.003
4 0.013 LOCUS PE, PE, PD, PD,
5 0.020
6 0.033 DXS6807 0.6300 0.5260 0.9182 0.7117
7 0.050 DXS7423 0.6065 0.5007 0.9092 0.6973
8 0.060 DXS6798 0.7323 0.6282 0.9522 0.7802
9 0.113 DXS8377 0.8951 0.8193 0.9908 0.9043
9.2 0.003 DXS6800 0.5299 0.4523 0.8813 0.6486

10 0.383

11 0.213 0.437 PE;: (trio); PE;: (motherless); PD;: (female sample); PD;: (male sample).

12 0.083 0.023

13 0.017 0.137 0.030

14 0.017 0.237 0.343

15 0.147 0.397

16 0.013 0.120 0.513

17 0.007 0.110 0.013

18 0.113

19 0.263

20 0.010

21 0.077

22 0.010

40 0.007

41 0.010

42 0.027

43 0.057

44 0.087

45 0.100

46 0.163

47 0.080

48 0.123

49 0.073

50 0.100

51 0.087

52 0.047

53 0.020




